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Table 1. Infection associated genes. Genes selected for deletion based on their expression profile during oral (Zakihany et al., 2007), liver (Thewes et al., 2007) or blood (Fradin et al., 2005) infection. Heat map indicates the fold upregulation during the different types and stages of infection of the selected genes. Mutant status is presented: -/- both alleles deleted; +/- only one allele deleted (heterozygote); +/+ deletion unsuccessful.    
