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Figure 1:  3SR Project Diagram 
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Figure 2:  Populations of sheep and goats genotyped in 3SR 

 

 

 
 
 
 
  



Figure 3: Summary of genotypes available for analysis and 
proportion of total that were funded through the 3SR 
project 

Trait of interest Population Number of genotypes 
available to the project 

(1) 
Mastitis Susceptibility, 
Nematode Resistance 
and Paratuberculosis 

Sarda-Lacaune 
Backcross 

2436 (67%) 

Mastitis Susceptibility Sarda-Lacaune 
Backcross 

[2375] 2 

Lacaune grand-daughter 
design 

1013 (0%) 

Lacaune Divergent 334 (56%) 
Churra 1630 (49%) 

Nematode Resistance Sarda-Lacaune 
Backcross 

[2394] 2 

Blackface 752 (100%) 
Blackbelly x Romane 1000 (30%) 

Ovulation Rate Lacaune 78 (100%) 
Grivette 40 (100%) 
Olkuska 64 (100%) 
Davisdale 120 (100%) 
Cambridge 21 (100%) 

Paratuberculosis Sarda-Lacaune 
Backcross 

[2216] 2 

TOTAL ANIMALS 7488 (53%) 
1 Proportion of total genotypes available that were funded through the 3SR project 
2 Number of genotyped Sardinian Back-Cross (BC) animals with relevant phenotypes 
 
 
  



Figure 4: Details of animals for which whole genome re-
sequencing was performed 

Population Trait of interest No. animals re-
sequenced 

Total volume of 
sequence 
generated 

Lacaune Mastitis resistance 6 (2 trios) 180GB 
Churra Mastitis resistance 9 (3 trios) 162 GB 
Blackface Nematode resistance 8 (rams) 532.8GB 
Sarda-
Lacaune 
Backcross 

Nematode resistance 6 (2 trios) 192GB 

Resistance to Para- 
TB, milk yield and 
milk contents, udder 
morphology 

15 (5 trios) 514.8 GB 

Cambridge Ovulation rate 2 >60GB 
Texel Animals used in the 

RNA-Sequencing 
3* >90GB 

Total sequence generated 1.73TB 
Due to the manner in which the embryo material was collected for the RNAseq analyses it 
was not possible to sequence the embryo’s DNA. However DNA re-sequencing was done for 
the other three animals.  
 
 
Figure 5:  Number of significant chromosomal regions for LSCS 

according to the method and the population studied 
  Population 
  all Saanen Alpine 
Method LD1 16 27 17 
 LA2 2 2 2 
1 1% genome-wide significant QTL 

2 5% chromosome-wide significant QTL 
 
 
Figure 6:  Evolution of Faecal Egg Count for resistant (R) and 

susceptible (S) Creole kids 
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Figure 7: Number of animals genotyped and included in 
analyses for ovulation rate for each breed 

Breed Number of animals genotyped 
(and used in the analyses1) 

Data structure: number of high 
prolificacy (and controls/carriers) 

Lacaune 78 (78) 70 (8) 
Davisdale 120 (113) 74 (39)2 

Grivette 40 (40) 29 (11) 
Olkuska 64 (64) 29 (35) 
Cambridge 21 (16) 7 (93) 
Total 323 (311) 209 (102) 
1 remaining samples were not used due to poor quality of genotypes 
2 includes genotypes for 13 males (some controls, some carriers) 
3 includes animals that were sires and dams of homozygous females and therefore known to 
be heterozygous for the polymorphism of interest 
 
 
Figure 8: Phenotypes recorded for Map infection 
Phenotypic trait No. animals 

recorded 
Measurement details 

Clinical 
symptoms and 
death 

273 Visual examination confirmed by 
ELISA test and histo-pathological 
exam 

ELISA in blood 
serum 

2350 Once a year for the first generation; 
two times per year for further 
generations 

Histo-pathological 
examination 

1738 At the slaughterhouse (at 5 years of 
age for the first generation and 4 
years of age for further generations) Measurements at 

the 
slaughterhouse 

650 (all 
measurements) 
+ 1078 (only 
carcass weight) 
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